The CMV antiserum was produced against the cucumber isolate which was serologically identical to serotype Y7) of CMV (unpublished data). When six CMV isolates were compared in agar gel diffusion test with the antiserum, a single continuous line produced by four isolates (TU, KU, IU, and SU) spurred over the line between EU and PU isolates ( Fig. 1 ). Serological comparisons with CMV-Y and CMV-P showed that TU, KU, IU, and SU isolates were iden tified as serotype Y7) and the others were serotype P7) (data not shown; Table 2 ).
The effect of host species or cultivars on electrophoretic patterns of dsRNAs was examined. No variation was observed among profiles of dsRNAs isolated from CMV-KU infected plants of N. tabacum cv. Xanthi, cv. Xanthi nc, N. glutinosa, Lycopersicon esculentum cv. Fukuji and Cucumis sativus cv. Suyo (Fig. 2 PU migrated more slowly than that of other isolates. Differences in dsRNAI and dsRNA2 were detected, which were sufficient to distinguish the CMV isolates used in this study. The estimated molecular weights for dsRNAs were determined using rice dwarf virus dsRNA8) as markers and were approximately double the value for CMV genomic ssRNAs7,9) ( Table 2) . Additional minor dsRNA were also observed ( Figs. 3 and 4 ). It will be necessary to determine whether the minor dsRNAs are virus specific or related to the hosts).
The observation that the mobility of dsRNA3 on electrophoresis was correlated with the serotype can be explained by the coat protein gene being on CMV genomic RNA38). Our results indicate that five CMV isolates can be distinguished on the basis of electropho retic migration of RF-dsRNAs on polyacrylamide gels. The lack of difference between CMV IU and SU in dsRNAs mobility, in symptoms of original host and serological characteristics suggests that both isolates are the same. Thus, dsRNA analysis has the potential to provide reliable evidence by which to categorize CMV isolates (strains) that have been confused until the present.
